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Bešker, N., Anselmi, C. and De Santis, P., Theoretical models of possible

compact nucleosome structures (115) 139

Bongini, L., Topological properties of the energy landscape of small

peptides (115) 145

Bongini, L., Fanelli, D., Piazza, F., De Los Rios, P., Sandin, S. and

Skoglund, U., Dynamics of antibodies from cryo-electron tomography

(115) 235

Bruscolini, P. and Cecconi, F., Analysis of PIN1 WW domain through a

simple statistical mechanics model (115) 153

Bueno, M., see Cremades, N. (115) 267

Bzowska, A., see Dyugosz, M. (115) xxx

Casals, N., see Puisac, B. (115) 241

Cecconi, F., see Bruscolini, P. (115) 153
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